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The following pages present a series of sequence listings - which include the following 
sequences: 
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SEQ ID NO. 


1 - 


amino acid sequence from the inhibitor 






SEQ ID NO. 
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- amino acid sequence from the inhibitor 






SEQ ID NO. 


3- 


amino acid sequence of a wild type xylanase 


(R) 




SEQ ID NO. 
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nucleotide sequence of a wild type xylanase 


(R) 
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SEQ ID NO. 


5- 


amino acid sequence of a wild type xylanase 


(D) 




SEQ ID NO. 


6- 


nucleotide sequence of a wild type xylanase 


(D) 




SEQ ID NO. 


7- 


amino acid sequence of a mutant xylanase 


(XM1) 
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SEQ ID NO. 


8- 


nucleotide sequence of a mutant xylanase 


(XM1) 


01 


SEQ ID NO. 


9- 


amino acid sequence of a mutant xylanase 


(XM2) 


jia 15 


SEQ ID NO. 
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- nucleotide sequence of a mutant xylanase 


(XM2) 


i ^ 

sJ \ 


SEQ ID NO. 
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- amino acid sequence of a mutant xylanase 


(XM3) 




SEQ ID NO. 
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- nucleotide sequence of a mutant xylanase 


(XM3) 




SEQ ID NO. 
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- amino acid sequence from the inhibitor 
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SEQ ID NO. 
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- amino acid sequence from the inhibitor 
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SEQ ID NO. 


IS- 


amino acid sequence from the inhibitor 






SEQ ID NO. 


IS 


- amino acid sequence from the inhibitor 
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- amino acid sequence from the inhibitor 






SEQ ID NO. 
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- amino acid sequence from the inhibitor 






SEQ ID NO. 


19 


- amino acid sequence from the inhibitor 
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Notes: 

ForXMI, XM2 and XM3 - we introduced changes (as shown) in the nucleotide sequence 
and amino acid sequence by site directed mutation of the gene. The mutated gene may 
be expressed in E. co//, in Bacillus or in any organism of choice. 
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MrKFiC-CCFLV GLTAAFMSIS M?SATASAAG TDYWQNWTDG GGTVNAVNGS r-MVCvrrjcAr 
TGNTWGKGW TTGSPFRTIN y^AGWAI^TG MGVl.Tr.rGWT SSS^ S^^"? 
S?»^3!^f°° GTVDIYTTTS -.^-SIDGDy rTFTQVWSVTl QSK31PtSS S^^SJJ^ 
WKSHGMNLGS NWAYQVIATE GYXSaGSSNV TVW AXT.SNEVII^ 



X ATGTTTAAGT TTAAAAAGAA ATTCITAGTT GGATTAACGG C3VGCTTTCAT GAGTATCAGC 
SI ATGTTTTCGG CAACCGCCTC TGCAGCTGGC ACAGATTACT GGCAAAATTG GACTGACGGG 
12 Z GGCGGGACAG TAAACGCAGT CAATGGCTCT GGCGGAAATT ACAGTGTTAA TTGGTCTAAT 
lai ACCGGGAATT TCGTTGTTGG TAAAGGCTGG ACTACAGGCT CGCCATTTAG AACAATAAAC 
241 TATAATGCCG GTGTrTGGGC GCCGAATGGC AATGGATATT TAACTTTATA TGGCTGGACG 
3 01 AGATCGCCCC TCATCGAATA TTATGTGGTG GATTCATGGG GTACTTACAG ACCTACCGGA 
3 SI ACGTATAAAG GTA;cCGTAAA GAGTGATGGA GGTACATATG ACATATATAC AACGACACGT 
421 TATAACGCAC CTTCCATTGA TGGCGATAAC ACTACTTTTA CGCAGTACTG GAGTGTCCGC 
481 CAGTCGAAGA GACCGACCGG AAGCAACGCT GCAATCACTT TCAGCAATCA TGTTAACGCA 
S41 TGGAAGAGCC ATGGAATGAA TCTGGGCAGT AATTGGGCTT ATCAAGTCTT AGCGACAGAA 
SOI GGATATAAAA GCAGCGOAAG TTCTAATGTA ACAGTGTGGT AA 
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Bacillus subtilia wild cype xylanase 



AA 



£S SS^. SI^SS- 

TYMSTVXSDG GTYDiyrTT2 Y>7;i_pstdct3^ TT'TOYWSVP ncTrDo^^o.r, ^^"'^TYRJ'TG 
WKSHGMNLGS NWAYQVMAT2 GYCSSGsSv ^^^"^^ QSXSPTGSNA TXTFSNHVNA . 

DMA : 

1 AT'^^^T^^ TTAAAAAGAA TTTCTTAGTT GGATTATCGG 
ffl TTGTTITCGG CAACCGCCTC TGC;.GCTAGC ACAGACTACT GGCAAAATTG GACTGATGGG 
X21 GGCGGTATAG TAAACGCTGT CAATGGGTCT GGCGGGAATT ACAGTGTTAA TTGGTCTAAr ■ 
•131 ACCGGAAATT TTGTTGrrGG TAAAGGTTGG ACTACAGGTT CGCCATTTAG GACGATAAAC 
241 TATAATGCCG GAGTTTGGGC • GCCGAATGGC AAXGGATArr TAACTTTATA TGGTTGGACG 
301 AGATOVCCTC TCATAGAATA T^TGTAGTG GATTCAXGGG GTACTTATAG ACCTACTGGA 
361 ACGTAIAAAG GTACTGTAAA AAGTGATGGG GGTACATATG ACATaTATAC AACTACACGT 
421 TATAACGCAC CTTCCATTGA TGGCGATCGC ACTACTCTTA CGCAGTACTG GAGTGTTCGC 
«1 CAGTCGAAGA GACCAACCGG AAGCAACGCT ACAATCACTT TCAGCAATCA TGTGAACGCA 
S41 TGGAAGAGCC ATGGAATGAA TCTGGGCAGT AATrGGGCTT ACCAAGTCAT GGCGACAGAA 
SOI GGATATCAAA GTAGTGGAAG TTCTAACGTA ACAGTGTGGT AA 
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Mutanc XMi : 
AA : 

JSS^^ 

TYKCTVKSDG GTYDITOR :^APSIDGDR S^S^Iw SS^^J^ DSWOTv^ptg 
WKSHGMNLGS NWA^QVLATB GVKSSGSSNV JJ;, ^^^^ QSKaPTGSNfl. AIT?SNHVNA 

1 AIGTTTAAGT TTAAAAAGAA TTTCTTAGTT GGATTATCGG OVGCTTTAAT GAGTATIAGC 

SI TTGTTTTCGG CAACCGCCTC TGCAGCTAGC ACAGACTACT GGCAAAATTG GACTGATGGG 

121 GGCGGTACCG TAAACGCTGT CAATGGGTCT GGCGGGAATT ACAGTGTTAA TTGGTCEAAT 

IBl ACCGGAAATT TIGTTGTTGG TAAAGGTTGG ACTACAGGTT CGCCATTTAG GACGAXAAAC 

241 TATAATGCCG GAGTTTGGGC GCCGAATGGC AAIGGATATT TAACTTTATA TGGTTGGACG 

301 AGATCXCCTC TCATAGAATA TTATGTAGTG GATTCATGGG GTACTTATAG ACCTACTGGA 

361 ACGTATAAAG GTACTGTAAA AAGTGATGGG GGTACATATG ACATATATAC AACXAC;VCGT 

421 TAXAACGOVC CTTCCATTGA TGGCGATCGC ACTACTTTTA CGCAGTACTG GAGTGTTCGC 

«1 CAGTCGAAGA GACCAACCGG AAGCAACGCT GCTATCACTT TCAGCAATCA TGTGAACGCA . 

541 TGGAAGAGCC ATGGAATGAA TCTGGGCAGT AATTGGGCTT ACCAAGTCCT CGCGACAGAA 

SOI GGATATAAAA GTTCCGGAAG TTCTAACGTA ACAGTGTX3GT AA 
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Mutant XM2 .- 

SLlii ^= ™- 

TYKGTVKSDG GTXDIYmX YjiAPSIDGDtr TTPTOYMSVT? ncvon^j-.J OSrfGTYRFTG 
WKSaCMNLGS NWAVQVLATE GVXSSGS^ J^®"™^ QSxOlPTGSKA AITFSJJEVUA 



1 ATGTTTAAGT TTAAAAAGAA TTTCTTAGTT GGATTATCGG CAGCTTTAAT GAGXAITAGC 
«X TTGTTTTCGG CAACCGCCTC TGCAGCTAGC ACAGACTACT GGCAAAATTG GACTGATGGG 
121 GGCGGTACCG tAAACGCTGT CAATGGGTCT GGCGGGAATT ACAGTGTTAA TTGGTCTAAT 
18X ACCGGAAArX TTGTTGtTGG TAAAGGTTGG ACTACAGGTr CCCCATTTAG GACGATAAAC 
241 TATAATG.CCG GAGTTTGGGC GCCGAATGGC AATGGATATT TAACTT^TA TGGTTGGACG 
3 01 ^TO^CCTC TCATiUSAATA rrATGTAGTG GATTCATGGG GTACTTATAG A^^^ 
3ffl ACGTAIAAAG GTACTGTAAA AAGTGATGGG GGTACATMG ACATATATAG AACTACACGT • 
421 TATAACGCAC CTTCCATTGA TGGCGATAAX ACTACTTTIA CGCAGTACTG GAGTGTTCGC 
481 CAGTCGAAGA GACCAACCGG AAGCAACGCT GCTATCACTT TCAGCAATCA TGTGAACGCA 
541 TGGAAGAGCC ATGGAATGAA TCTGGGCAGT AATTGGGCTT ACCAAGTCCT CGCGACAGAA 
601 GGATATAAAA GTTCCGGAAG rrCTAACGTA ACAGTGTGGT AX 



/ 
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Mutant XM3 : 
AA : 

MF^^LV GLSAALMSIS LFSATASAAS TDYWQNWTDG GGTVNAVITGS GGWYSVMWOX 
T^^KGW TTGSPFliTIir YjxaGVWAPNG NGYLTLYGWr RS^S^??? dISSS 
TfKGTVXSDG GTYDIVTTTR Y^JAPSIDGDN TTITQYWSVH OSKRPTrcMa ^^^^Iv^ 
WKSHGMNLGS NWAyQVMATS GYQSSGSSNV tvT QSKRPTGSNA TIT7SHHVNA 

5cSl ^.(^ (M^. \X 

SNA. : 

1 ATGTTTAAGT TtAAAAAGAA TTTCTTAGTT GGATTATCGG CAGCTTTAAT GAGTATTAGC 
fil TTGTTTTCGG CAACCGCCTC TGCACCTAGC ACAGACTACT GGCAAAATTG GACTGATGGG 
121 GGCGGTACCG TAAACGCTGT CAATGGGTCT GGCGGGAATT ACAGTGTTAA TTGGTCTAAT 
18 1 ACCGGAAATT TTGTTGTTGG TAAAGGTXGG ACTACAGGTT CGCCAITIAG GACGATAAAC 
2*1 TATAATGCCG GAGTrTGGGC GCCGAATGGC AATGGMATT TAACTTTATA TGGTTGGACG 
301 AGMrCRCCTC TCATAGAATA TTATGTACTG GATTCATGGG GTACTTATAG ACCTACTGGA 
3S1 ACGTAXAAAG GTACTGTAAA AAGTGATGGG GCTIACATATG ACATAIAIAC AACXACACGT 
421 TATRACGCAC CTTCCATTGA TGGCGATAAT ACTACTTTtA CGCAGTACTG GAGTGTTCGC 
481 CAGTCGAAGA GACCAACCGG AAGCAACGCT ACAATCACTT TCAGCAArCA TGTGAACGCA 
S41 TGGAAGAGCC ATGGAATGAA TCTGGGCAGT AATrGGGCTT ACCAAGTCAX GGCGACAGRA 
SOI GGATATCAAA GXAGTGGAAG TTCTAACGTA ACAGTGTGQT AA 
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A CHAIN of inhitiitor 

Sequence source: Wheat flour xylanase inhibitor 
N-terminai: 

GAPVARAVEAVAPFGVCYDTKTLGNNLGGYAVPNV (35aa) SEQ ID NO. 13 
C-terminal: 

KRLGFSRLPHFTGCGGL (17aa) SEQ ID NO. 14 
B CHAIN of inhibitor 

Sequence source: Wheat flour xylanase inhibitor 
N-terminal: 

LPVPAPVTKDPATSLYTIPFH (21 aa) SEQ ID NO. 15 
Lys-C digested Chain B: 

LLASLPRGSTGVAGLANSGLALPAQVASAQK (31 aa) SEQ ID NO. 16 
GGSPAHYISARFIEVGDTRVPSVE (24aa) SEQ ID NO. 17 
VNVGVl-AACAPSK (13aa) SEQ ID NO. 18 

VANRFLLCLPTGGPGVAIFGGGPVPWPQFTQSMPYTLWVK SEQ ID NO. 1 9 



